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Introduction

Despite being one of the best-studied model organisms in biology, very little is known about the chemicals that the nematode
Caenorhabditis elegans uses for communication or defense. C. elegans, a bacterivorous soil nematode found most often in
decaying matter, lives in a complex environment that requires communication with other C. elegans for mating, recognition
of bacterial food, and avoidance of pathogenic microorganisms.
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